Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.002 Å; R factor = 0.047; wR factor = 0.163; data-to-parameter ratio = 12.8.
The asymmetric unit of the title hydrated co-crystal, 2C 19 H 13 N 5 ÁC 6 H 10 O 4 Á4H 2 O, consists of one 2,6-bis(1H-benzimidazol-2-yl)pyridine molecule, half of an adipic acid molecule (bisected by an inversion center) and two water solvates. In the crystal, N-HÁ Á ÁO, O-HÁ Á ÁO and O-HÁ Á ÁN hydrogen bonds and -interactions [centroid-centroid distances = 3.769 (2) and 3.731 (2) Å ] form a three-dimensional supramolecular structure. 
Related literature

Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). inversion center) and two water solvates. The aromatic C-C and C-N distances in both the benzimidazole and pyridine rings are within the usual range. All C and N atoms of the 2,6-bis(benzimidazol-2-yl)pyridine molecule lay in a plane (largest deviation: 0.084 Å for C16). The compound is similar to other related compounds consisting of 2,6-bis-(benzimidazol-2-yl)pyridine and organic molecules (Boča et al., 2000; Chetia and Iyer, 2006; Chetia and Iyer, 2007; Xiao et al., 2010; Lin et al., 2012) . (Table 1 ) and π-π stacking interactions between rings with center-to-center distances Cg1···Cg2 = 3.769 (2) (symmetry code 1 -x, 1 -y, -z), Cg2···Cg3=3.731 (2) Å (symmetry code -x, 1 -y, -z), where Cg1, Cg2 and Cg3 refer to imidazole ring N4-C13-N5-C14-C19, pyridine ring N3-C8-C9-C10-C11-C12 and phenyl ring C1-C2-C3-C4-C5-C6, respectively.
The title compound was obtained by 2,6-bis(benzimidazol-2-yl)pyridine (0.062 g, 0.20 mmol) and adipic acid (0.029 g, 0.20 mmol) dissolved in 30 ml solution mixed with ethanol and water by 2:1(V/V) was heated to refluxed for 8 h and cooled to the room temperature. Single crystals suitable for X-ray measurements were obtained by recrystallization at room temperature.
Refinement
The positions of all H atoms were found in a difference Fourier map, and refined both in coordinates as in displacement factors. Those attached to O were subject to distance restraints (O-H = 0.85 (1)Å). The structure of the title compound showing 30% probability displacement ellipsoids and the atom-numbering scheme. 
Computing details
Data collection
Enraf-Nonius CAD-4 diffractometer Radiation source: fine-focus sealed tube Graphite monochromator ω scans 10214 measured reflections 4705 independent reflections 3555 reflections with I > 2σ(I) Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (7) 0.0439 (7) 0.0461 (7 
